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Basic Information

Educational Experience

Ph.D 06/2019-12/2020: The Ohio State University
Major: Bioinformatics Advisor: Dr. Qin Ma

09/2016-05/2019: Xiamen University
Major: Aeronautical Engineering  Advisor: Prof. Fei Xing

M.S. 06/2016-09/2013: Harbin Medical University
Major: Biophysics Advisor: Prof. Lina Chen

B.S. 06/2013-09/2008: Harbin Medical University
Major: Bioinformatics

Skills

1. Database analysis: GEO, STRING, DAVID, and GO etc.

2. Computer softwares: R/Rstudio, Matlab, perl, Linux system server,
Adobe Illustrator, and Cytoscape etc.

3. Process and analysis of single-cell and bulk RNA-seq data.

4. Integrate multi-omics data through network propagation algorithm.

Reward

2013 The tenth HUAWEI cup national graduate students mathematics modeling
2019 Xiamen University Scholarship
2020 Xiamen University Scholarship




Experience

e Reviewer Computational Biology and Chemistry 2019-present

® Peer reviewer for Nucleic Acids Research
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