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CTCF 534 298 82 ) 65 36
H2A.Z, enhancers/promoters 56.6 152f 6.0 3.7
H3K27ac, active reg elements 481 74 6.5
H3K9Ac, active reg elements 496 8.3 6.0
H3K36me3, active gene bodies 547 168 43 3.3
H3K79me2, active gene bodies 440 99 f 7.3 45
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H3K4me2, promoters/enhancers 473 8.1 . 59
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H3K9me1, activation 639 265 24
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